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Negative allosteric modulation of the p-opioid receptor

DNA-encoded libraries from WuXi AppTec were used in a “steered” screening against either inactive or
active y-opioid receptors in parallel, to find novel negative allosteric modulators of this receptor. The
molecule discovered via DEL screening not only shows direct and effective in vitro and in vivo potency, but
also helps elucidate the mechanism of negative allosteric modulation of GPCRs.

Discovery of Novel GST Inhibitors Identified from a DNA-Encoded Library

WuXi AppTec scientists recently contributed to a study which led to the discovery and optimization of a
novel series of GST inhibitors. The authors used affinity mediated DEL selection against a privileged
scaffold to identify a compound with potent inhibition against S)GST and GSTM2.
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